In the title compound, C 18 H 21 N 3 O, the dihedral angle between the pyridine and benzene rings is 30.53 (7) and the C-C=N-C torsion angle is À170.6 (2) . An intramolecular N-HÁ Á ÁN hydrogen bond generates an S(6) ring. In the crystal, very weak C-HÁ Á ÁO hydrogen bonds link the molecules into C(8) [101] chains. The tert-butyl methyl groups are disordered over two sets of sites in a 0.783 (4):0.217 (4) ratio.
Figure 2
The packing, viewed down [100], showing the hydrogen-bonding interactions (dashed lines).
Table 1
Hydrogen-bond geometry (Å , ). Symmetry code: (i) x À 1; Ày þ 1 2 ; z À 1 2 .
Figure 1
The molecular structure, showing 50% probability displacement ellipsoids. Both orientations of the disordered tert-butyl group are shown. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. The H3 and H11 atoms bonded to N3 and C11 were freely refined. All other H atoms were positioned geometrically and rifined using a riding model, with C-H distances of 0.93 Å and methyl C-H distances 0.96 Å.
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